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Candidiasis is often initiated by the colonization of inert surfaces. In order to
elucidate the mechanisms involved in this adherence process, DNA macroarrays
were used to analyze the transcriptome of Candida albicans, the main causative
agent of this mycoses, in a simple adherence model using germ tubes produced in
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genes have already been reported as playing a role in pathogenesis of C. albicans.
However, functions were unknown for a large part (45.5%) of the overexpressed
genes which will be analyzed further in order to define their relationship with
adherence.
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